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Columns:

TOFMS:

30 m x 0.25 mm x 0.25 µm Rtx-5ms
1.5 m x 0.18 mm x 0.2 µm Rtx-200

45 to 800 m/z @ 200 spectra/s
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GCxGC-TOFMS analysis of TMS derivatized urine sample showing a deconvolution
example of 5 compounds in less than 200 milliseconds.
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Figure 1. Contour plot showing 5 peak markers

over what appears to be 2 resolved peaks

Figure 2. Surface plot showing second

dimension separation of 5 compounds
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Peak # Name

899 Lycopene

900 Azelaic acid, bis(TMS) ester

901 1,4-Benzenedicarboxylic acid,

bis (TMS) ester

902 Benzene, (1-isocyanato-2-

propenyl)-

903 Bicyclo[5.3.0]decan-2-one,

9-(1-phenyl-1TMS-

methylene)-

Figure 3. Extracted ion chromatogram of the

unique masses for each of the 5 analytes found.

Table 1. Peaks 899 – 903 with library matched

identifications
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Figure 3. Extracted ion chromatogram of the

unique masses for each of the 5 analytes found.

Table 1. Peaks 899 – 903 with library matched

identifications.
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